. Number of alleles (A), allelic richness (A R , alleles per locus, standardised to n = 42 ind.), number of private alleles (alleles unique to a particular collection) (P A ), observed heterozygosity (H o ), Nei's (1973) expected heterozygosity (H e ) and, the estimator f of the inbreeding coefficient, F IS (Weir & Cockerham 1984) , with corresponding statistical significance for departure from Hardy-Weinberg equilibria, for 2 historical and contemporary samples of Acanthopagrus spp. caught within the Gippsland Lakes in southeastern Australia, based on 6 microsatellite loci. The proportion of Acanthopagrus australis (Aa), Acanthopagrus butcheri (Ab) and hybrid (Hyb) fish in each collection and a comparison of the effect of varying the q-threshold (q i = the average proportion of A. butcheri ancestry) used to distinguish pure species and hybrids is also shown. The specific-species status of each individual was determined using admixture analysis based on the 4 most diagnostic microsatellite loci (Roberts et al., 2009) . Estimates of ancestry ranging between 0 and 0.05, and 0.95 and 1.0 (i.e., in the case of q = 0.05) were used to classify each fish as either a pure A. australis or A. butcher, respectively, while fish with their estimate in between these values were classed as hybrid. Because estimates of the proportion of hybrids in a sample largely depend on the arbitrarily q-value threshold chosen to classify an individual as pure parental, we present the results for a range of q (q = 0. 
